% 



(i) gene: 



SEQUENCE LISTING 
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(i) 


APPLICANT: Sette, Alessandro 
Sidney, John 


(ii) TITLE OF INVENTION: HLA Binding Peptides and Their Uses 
(iii) NUMBER OF SEQUENCES: 3 0 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: TOWNS END and TOWNS END and CREW LLP 

(B) STREET: Two Embarcadero Center, Eighth Floor 

(C) CITY: San Francisco 

(D) STATE: CA 

(E) COUNTRY: USA 

(F) ZIP: 94111-3834 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/452,843 

(B) FILING DATE: 30-MAY-1995 

(C) CLASSIFICATION: 514 

(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Bastian, Kevin L. 

(B) REGISTRATION NUMBER: 34,774 

(C) REFERENCE /DOCKET NUMBER: 014137- 008020US 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 415-576-0200 

(B) TELEFAX: 415-576-0300 


(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= "B35 consensus peptide" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

Phe Pro Phe Lys Tyr Ala Ala Ala Phe 
1 5 
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(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1. .9 

(D) OTHER INFORMATION: /note= "Yl analog of 1054.05" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Tyr Pro Lys Val Lys Gin Trp Pro Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1..11 

(D) OTHER INFORMATION: /note= "MAGE- 1 " 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

Cys lie Leu Glu Ser Cys Phe Arg Ala Val lie 
15 10 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1. . 9 

(D) OTHER INFORMATION: /note= "B53 self peptide" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4: 
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Tyr Pro Ala Glu He Thr Leu Tyr Trp 


1 5 


(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

S ^?SfO^ION: /note- "Cw3 consensus" 

( Xi ) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Phe Ala Met Pro Asn Phe Gin Thr Leu 
1 5 
(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY: Peptide 

£1 SSer'SfO^ION: /note- "Cw3 consensus" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Phe Ala Met Pro Asn Phe Tyr Thr Leu 
1 5 
(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME/KEY: Peptide 

I?, ^hS'Sfo^ION: /note= "CW4 consensus" 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
Gin Pro Asp Asp Ala Val Tyr Lys Leu 

(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS • 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1 9 

(D) OTHER INFORMATION : /note* »Cw6 consensus" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

He Pro Tyr Pro He Val Arg Lys Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= »Cw6 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

He Pro Tyr Pro He Val Arg Ser Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 
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(A) NAME /KEY : Peptide 

\l) ^Sioi^JlOH: /note- "Cw6 consensus" 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:10: 

He Pro Phe Pro He Val Arg Tyr Leu 
1 5 
2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1.-9 hxi-s «t- rt riP H3 3" 
(D) OTHER INFORMATION : /note- "Histone H3 . 3 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
Arg Tyr Arg Pro Gly Thr Val Ala Leu 


1 5 


(2) INFORMATION FOR SEQ ID NO : 12 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1..9 Processed" 
(D) OTHER INFORMATION: /note* "B7 Nat. Processe 

(xi) SEQUENCE DESCRIPTION: SEQ ID N0:12: 

Met Pro Arg Gly Val Val Val Thr Leu 
1 5 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 
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(ii) MOLECULE TYPE : peptide 

(ix) FEATURE: 

(A) NAME /KEY: Peptide 

(B) LOCATION: 1. .10 

(D) OTHER INFORMATION: /note= '^53, 2 6-35 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13 : 

Leu Pro Glu Asn Asn Val Leu Ser Pro Leu 
5 10 
(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY: Peptide 

(B) LOCATION: 1. .10 

(D) OTHER INFORMATION: /note= »p 5 3, 84-93" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14 : 

Ala Pro Ala Pro Ala Pro Ser Trp Pro Leu 
5 10 
(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS - 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 

(ix) FEATURE: 

(A) NAME /KEY: Peptide 

(B) LOCATION: 1. .11 

(D) OTHER INFORMATION: /note= "p53 , 127-137 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:15 : 

Ser Pro Ala Leu Asn Lys Met Phe Cys Gin Leu 
5 10 
(2) INFORMATION FOR SEQ ID NO: 16: 


(i) SEQUENCE CHARACTERISTICS- 
(A) LENGTH: 9 amino acids 
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(B) TYPE: amino acid 

(C) STRAND EDNESS : not relevant 

(D) TOPOLOGY: not relevant 


(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1. . 9 

(D) OTHER INFORMATION: /note= "p53, 154-162 


<xi) SEQUENCE DESCRIPTION: SEQ ID NO:16: 

Gly Thr Arg Val Arg Ala Met Ala lie 
1 5 

2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1. .9 

(D) OTHER INFORMATION: /note= n p53, 249-257 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Arg Pro lie Leu Thr lie lie Thr Leu 
1 5 

2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1. .10 

(D) OTHER INFORMATION: /note= "p53, 299-308 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 


Leu Pro Pro Gly Ser Thr Lys Arg Ala Leu 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= "p53 , 315-323" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Ser Pro Gin Pro Lys Lys Lys Pro Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO:20: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

MOLECULE TYPE: peptide 


FEATURE : 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1. . 10 

(D) OTHER INFORMATION: /note= "p53, 321-330" 


SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

Lys Pro Leu Asp Gly Glu Tyr Phe Thr Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= n p53, 361-369 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 


(i) 

(ii) 
(ix) 

(xi) 
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Gly Ser Arg Ala His Ser Ser His Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

<ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1 . . 13 

(D) OTHER INFORMATION: /note= "B7-like-supermotif s 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Ala Val He Leu Met 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1 . . 14 , 
(D) OTHER INFORMATION: /note= "B7-like-supermotir s 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ala Val He Leu Met 
15 10 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY: Peptide 

(B) LOCATION: 1. .11 

(D) OTHER INFORMATION: /note= "B7- like- supermot its 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:24: 


Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Phe Trp Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1 . . 12 

(D) OTHER INFORMATION: /note= "B7-like-motif s" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:25: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa Phe Trp Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME/KEY: Peptide 

(B) LOCATION: 1. . 9 

(D) OTHER INFORMATION: /note= " supermot if " 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:26: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Ala 
1 5 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 
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(A) NAME /KEY : Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= "supermotif " 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


FEATURE : 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= "supermotif" 


SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: peptide 


(ix) 
(xi) 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1. . 9 

(D) OTHER INFORMATION: /note= "supermotif" 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 
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(ii) MOLECULE TYPE: peptide 


(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1..9 

(D) OTHER INFORMATION: /note= " supermotif » 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Met 
1 5 


